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Figure 1. Mean concentrations ( SD) of COMP, hsCRP and Cholesterol.Ă
Abstracts / Osteoarthritis and Cartilage 21 (2013) S63–S312S78femur, distant from the subchondral bone, on plain radiographs, with
Knee Images Digital Analysis, using an aluminium step wedge as
reference. To allow for adjustment for concurrent radiographic knee
and hip OA, the patellofemoral and tibiofemoral knee compartments
and hips were scored for joint space narrowing, osteophytes, and sub-
chondral sclerosis according to Altman and Burnett.
Results: The majority of subjects did show no or only minimal features
of radiographic knee and hip OA. After adjustment for demographic
variables (i.e. age, gender, and body mass index) and radiographic knee
and hip OA features, bone marker as well as uCTX-II levels, but not the
other cartilage markers, showed associations with peripheral bone
density (standardized betas¼0.103 to 0.183; P¼0.003 to 0.027).
Conclusions: This study warrants more cautious interpretation of CTX-
II as marker of (only) cartilage damage, since our data conﬁrm the
notion that CTX-II may also originate from peripheral bone changes.
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GENETIC MARKERS FOR PREDICTING THE DEVELOPMENT AND
PROGRESSION OF KNEE OSTEOARTHRITIS
A. Mishra, Sr. y, D. Sanghi, II y, A.C. Sharma, Jr. y, D. Parmar, IV z,
R.N. Srivastava V y. yKing George's Med. Univ., Lucknow, India; z Indian
Inst. of Toxicology Res., Lucknow, India
Purpose: The present study was initiated to investigate the association
of SNPs in Estrogen receptor-a (ESR- a), Calmodulin-1 (CALM-1) and
Growth differentiation factor-5 (GDF-5) gene with osteoarthritis knee
(KOA).
Methods: In a case-control study, 300 cases with KOA and an equal
number of age, sex matched healthy controls were included. Cases were
diagnosed using the American college of rheumatology (ACR) guide-
lines of knee osteoarthritis (KOA). Blood was drawn for genomic DNA
isolation, polymerase chain reaction coupled restriction fragments
length polymorphism (PCR-RFLP) was carried out to identify the SNPs.
All statistical analysis was performed with the SPSS software package
(version 16.0 for windows; SPSS Chicago, IL).Results: The variant
genotype of ESR- a, CALM-1 and GDF-5 genes were found to be present
at relatively higher frequency in cases than in the controls. Risk
increased in cases that carried combination of variant genotypes of ESR
a (Btg-AA) and GDF-5(TT) or Calm-1(ApeKI-TG) and GDF-5(TT) or Calm-
1(ApeKI-TG) and ESR a (Btg-AA) resulting 4.00-6.00 fold elevated risk to
KOA. The haplotype T-G-C containing variant of all three polymorphism
of calm-1 gene was also over represented in the cases, increasing the
risk to 3.5 fold in cases. A signiﬁcant association of these variant
genotype was also found with clinical scores of KOA (VAS, WOMAC).
Conclusions: The results suggest that GDF-5, ESR-a and CALM-1 gene
polymorphism is associated with KOA and gene-gene interaction
inﬂuences the development of KOA. Likewise,association of these SNP
with clinical score has again demonstrated that these genetic markers
could be effectively used for predicting development and progression of
osteoarthritis. These can highlighting potential pathways for preven-
tion and therapeutic intervention of knee osteoarthritis.
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BIOMARKERS OF OSTEOARTHRITIS PROGRESSION
F.R. Saunders, K. Yoshida, R.J. Barr, H.M. Macdonald, D.M. Reid,
R.M. Aspden, J.S. Gregory. Univ. of Aberdeen, Aberdeen, United Kingdom
Purpose: to determine whether cartilage oligomeric matrix protein
(COMP), C-reactive protein hsCRP and cholesterol and its metabolites
could be used as biomarkers for osteoarthritis (OA) progression from
plasma samples in a cross sectional study.
Methods: COMP levels were determined from plasma samples (n¼57)
using a COMP ELISA (R&D systems). hsCRP, total cholesterol (TC), HDL
and LDL were determined by standard biochemical detection methods.
Kellgren-Lawrence grade (KLG) was assessed from radiographs by
a single clinician (KY). The knee with the worst KLG was used for
analysis. OA Severity groups were determined by grouping of KLG
(KLG¼0 both knees or KLG¼1 in one knee and KLG¼0 for the other
knee, no OA; KLG¼1 in both knees, mild OA; KLG¼2, moderate OA;
KLG¼3-4 severe OA). Plasma concentrations of all analytes were tested
using the one-way ANCOVA, weighted for KLG or OA severity and
adjusted for age and BMI in SPSS v20.0.
Results: Analysis of COMP levels in plasma showed elevated levels with
increasing KL grade but this was not statistically signiﬁcant (P¼0.159).
When grouped by severity, the increase in COMP levels was notstatistically signiﬁcant (P¼0.230). KLG¼2 had the highest levels of
COMP present (Fig. 1). hsCRP levels were not elevated above normal
limits (10mg/ml) and not related to increasing KLG or severity (P¼0.390
[KLG]; P¼0.286 [OA Severity]). Over 50% of the patient population had
TC levels higher than the recommended normal level of 4 mmol/L. TC
levels were statistically signiﬁcant between KLG (P¼0.046), but not
when related to OA severity (P¼0.053) although the P values are almost
identical. LDL levels were statistically signiﬁcantly increased in relation
to KLG and OA severity (P¼0.025 [KLG]; P¼0.030 [OA severity]). HDL
and the ratio between TC and HDL were not statistically signiﬁcant
when analysed by KLG or by OA severity (HDL P¼0.468 [KLG], P¼0.414
[OA severity]; TC/HDL ratio P¼0.899 [KLG], P¼0.894 [OA severity]).
Conclusions: Total cholesterol and LDL levels from plasma were asso-
ciated with increasing KLG and OA severity. There were elevated levels
of COMP detectable in plasma, however COMP levels were not signiﬁ-
cantly related to KLG or OA severity. There were no detectable levels of
inﬂammation present, as the levels of hsCRP detected were not above
normal levels (10 mg/ml) even with severe OA. hsCRP levels are
decreased by use of NSAIDs, however in this study this information was
not available and we therefore cannot determine whether NSAID use
had any effect on hsCRP levels reported in this population. Elevated
levels of TC and HDL peaked at KLG¼2 and then decreased. This may
indicate that patients with KLG of 3 or 4 are being treated for hyper-
cholesterolaemia, although therewas nomedication history available to
support this. This study indicated that TC and LDL may be surrogate
markers for OA. Currently other markers are being investigated.132
SHORT-TERM SAMPLING STABILITY OF SYNOVIAL FLUID
MEASUREMENTS IN KNEE OSTEOARTHRITIS
C. Jayadev, R. Rout, S. Snelling, P. Hulley, A. Price. Univ. of Oxford, Oxford,
United Kingdom
Purpose: Short-term ﬂuctuations in biomarker measurements unre-
lated to disease progression or treatment would invalidate the utility of
biomarkers for patient assessment. Burden of disease biomarkers in
end-stage knee OA should reﬂect the biological failure associated with
the extent of clinical and structural (radiographic) severity. They should
deﬁne a terminal proﬁle and benchmark that measurements from
earlier stages of disease progress towards. Consequently, one would
expect the synovial ﬂuid (SF) proﬁle of end-stage knee OA to be stable
over short periods of time during which there is no further structural or
clinical deterioration. This has never been formally tested and there are
very few studies with longitudinal SF analyses in knee OA patients. The
study aimed to determine whether SF measurements from patients
with end-stage knee OA remain stable over short periods of time.
Methods: SF was collected from 10 patients with end-stage knee OA
(N¼10) in the clinic room at their pre-operative assessment (POAC). A
second SF sample was collected for each patient at the time of primary
arthroplasty. Each participant completed the Oxford Knee Score (OKS)
and a Visual Analogue Pain score (VASpain) prior to sample collection at
each time point. To assess whether this small sample size was repre-
sentative of patients undergoing primary knee replacement for end-
stage knee OA, a further 15 patients (Reference group) were asked at
random to complete an OKS questionnaire at POAC and on the morning
